Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.005 Å; R factor = 0.077; wR factor = 0.198; data-to-parameter ratio = 16.7.
In the title compound, C 16 H 16 ClNO 2 , the molecule adopts a bowed conformation, with a dihedral angle of 39.9 (2) between the aromatic rings. In the crystal, molecules are linked by C-HÁ Á ÁO hydrogen bonds, generating C(6) chains propagating in [010] . Very weak aromaticstacking is also observed [centroid-centroid distance = 4.040 (2) Å ].
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Comment
The title compound was prepared as an intermediate for the synthesis of 4-aryl-8-methoxy-quinoline under acid conditions (Dienys et al., 1977) . The synthesis of the title compound might be obtained through decyclization of piperidol and transamination of the decyclization products (Volkov et al., 2007) . These compounds exhibit a broad range of antimicrobial activity and particular, antitubercular activity, antimalarial activity and are also present in antiallergic and antiasthmatic agents (Yamashkin & Oreshkina, 2006) . In addition, these compounds could act as drug targets of a large numbers of protein-inhibitor complexes, for example the mitogen-activated protein kinase (Peifer et al., 2007) .
The X-ray structure determination showed that compound (I) contains only one organic molecule per asymmetric unit ( Fig. 1) . The molecule adopts a slightly angular conformation, where the dihedral angle defined by aromatic rings is 39.9 (2)°.
respectively. The crystal packing (Fig. 2 ) of this structure consists of infinite chains which are interconnected through hydrogen bonding interactions of the kind C-H···O (3.415 Å) along the bc plane. The final array (Fig. 3) is sustained by weak interactions of the kind π···π between aromatics rings with distance between centroid to centroid, Cg2···Cg2: 4.040 (2) Å. Where Cg2 is defined by C11/C12/C13/C14/C15/C16 atoms.
Experimental
A solution of 3-(4-chlorophenyl)-N,N-dimethyl-3-oxopropan-1-aminium chloride (0.01 mol) in distilled water (5 ml) was stirred at room temperature in a round bottom flask. After 5 minutes, a solution of 2-methoxy-phenylamine (0.01 mol) and concentrated hydrochloric acid (0.5 ml) in ethanol (10 ml) was added dropwise and the mixture was stirred at room temperature for 12 h to yield yellow blocks of (I). Yield: 79%. M.p. 83-84°C; 1 H NMR (400 MHz, CDCl 3 , δ (p.p.m.), J= Hz): 3.27 (t, 2H, J= 6.4), 3.64 (t, 2H, J= 6.4), 3.81 (s, 3H), 4.57 (s, 1H), 6.68 (m, 2H), 6.76 (dd, 1H, J= 8.4, 1.5), 6.88 (td, 1H, J= 7.6, 1.1), 7.42 (d, 2H, J= 8.4), 7.87 (d, 2H, J= 8.4 ). 13 
Refinement
The N-bound H atoms were located in difference maps and refined as riding in their as found relative positions with U iso (H) = 1.5U eq (N). The C-bound H atoms were placed in idealized positions (C-H = 0.93-0.98 Å) and refined as riding with U iso (H) = 1.2U eq (C). Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq Cl1 0.69107 (15) 0.62967 (7) 0.61228 (4) 0.0854 (4) O1 0.4661 (4) 0.2337 (2) 0.30790 (9) 0.0883 (9) O2 0.9890 (4) 0.25566 (16) 0.49786 (9) 0.0727 (7) 
